ID MinorAllele MajorAllele MAF MinorAlleleCount MajorAlleleCount SingleEff SinglePval GeneAnnotation
3L_6537335 A G 0.1429 5 30 -0.2338 8.144e-08 FBgn0020251|sfl|INTRON|0
2L_733504 T C 0.1143 4 31 -0.2542 1.389e-07 |||
2L_3727380 A T 0.1176 4 30 -0.2539 2.276e-07 FBgn0003386|Shaw|UTR_3_PRIME|0
3L_18918163 C T 0.1429 5 30 -0.2221 7.26e-07 FBgn0052204|CG32204|INTRON|0;FBgn0262351|CG43049|UPSTREAM|27
3R_21625448 C G 0.2353 8 26 -0.1854 1.16e-06 |||
3R_21430598 G A 0.1212 4 29 -0.2427 1.428e-06 FBgn0011666|msi|UTR_3_PRIME|0;FBgn0261287|ymp|INTRON|0
3R_21430599 T G 0.1212 4 29 -0.2427 1.428e-06 FBgn0011666|msi|UTR_3_PRIME|0;FBgn0261287|ymp|INTRON|0
X_3871396 T C 0.1176 4 30 -0.2416 1.512e-06 |||
3L_6537388 T A 0.1143 4 31 -0.239 1.608e-06 FBgn0020251|sfl|INTRON|0
X_16092098 T C 0.1143 4 31 -0.239 1.608e-06 |||
3L_6537427 G A 0.1176 4 30 -0.2391 2.369e-06 FBgn0020251|sfl|INTRON|0
3L_6537586 C G 0.1176 4 30 -0.2384 2.466e-06 FBgn0020251|sfl|SYNONYMOUS_CODING|0
3L_9526174 T G 0.1714 6 29 -0.1983 2.871e-06 |||
3L_14693159 C A 0.1765 6 28 -0.1903 4.433e-06 FBgn0036440|CG17177|SYNONYMOUS_CODING|0;FBgn0259175|ome|INTRON|0
3L_14693258 A T 0.1765 6 28 -0.1903 4.433e-06 FBgn0036440|CG17177|SYNONYMOUS_CODING|0;FBgn0259175|ome|INTRON|0
2L_17450014 T C 0.1176 4 30 -0.2333 4.825e-06 FBgn0260632|dl|INTRON|0
2L_17450537 T C 0.1176 4 30 -0.2333 4.825e-06 FBgn0260632|dl|UPSTREAM|177
2L_17450594 T C 0.1176 4 30 -0.2333 4.825e-06 FBgn0260632|dl|UPSTREAM|234
2L_17451687 G T 0.1176 4 30 -0.2333 4.825e-06 |||
2L_17451842 A G 0.1176 4 30 -0.2333 4.825e-06 |||
3L_14156610 A C 0.1143 4 31 -0.2308 4.986e-06 |||
3L_14156686 A C 0.1143 4 31 -0.2308 4.986e-06 |||
2L_17438277 C A 0.1212 4 29 -0.2341 5.411e-06 FBgn0011274|Dif|INTRON|0;FBgn0260632|dl|DOWNSTREAM|321
3L_7037375 A G 0.1429 5 30 -0.2087 5.928e-06 FBgn0260660|mp|INTRON|0
3L_7037385 G T 0.1429 5 30 -0.2087 5.928e-06 FBgn0260660|mp|INTRON|0
3L_7037576 T A 0.1429 5 30 -0.2087 5.928e-06 FBgn0260660|mp|INTRON|0
3L_7037584 A G 0.1429 5 30 -0.2087 5.928e-06 FBgn0260660|mp|INTRON|0
3L_7037586 G T 0.1429 5 30 -0.2087 5.928e-06 FBgn0260660|mp|INTRON|0
2L_17445005 A G 0.1212 4 29 -0.2348 5.951e-06 FBgn0260632|dl|INTRON|0
2L_3230769 T C 0.1176 4 30 -0.219 6.503e-06 |||
3L_7037593 T C 0.1471 5 29 -0.2107 6.51e-06 FBgn0260660|mp|INTRON|0
3L_18106573 A C 0.1176 4 30 -0.2289 6.694e-06 FBgn0036777|CG7341|INTRON|0;FBgn0052195|CG32195|INTRON|0;FBgn0002901|mus304|DOWNSTREAM|626
3L_18106618 G A 0.1176 4 30 -0.2289 6.694e-06 FBgn0036777|CG7341|INTRON|0;FBgn0052195|CG32195|INTRON|0;FBgn0002901|mus304|DOWNSTREAM|671
3L_18106709 A T 0.1176 4 30 -0.2289 6.694e-06 FBgn0036777|CG7341|INTRON|0;FBgn0052195|CG32195|INTRON|0;FBgn0002901|mus304|DOWNSTREAM|762
2L_16804097 T C 0.1714 6 29 -0.1925 7.135e-06 FBgn0032609|CG13280|INTRON|0;FBgn0086673|CG13272|UPSTREAM|787
3L_18106601 C A 0.1212 4 29 -0.2288 9.723e-06 FBgn0036777|CG7341|INTRON|0;FBgn0052195|CG32195|INTRON|0;FBgn0002901|mus304|DOWNSTREAM|654
3L_18106541 T C 0.1212 4 29 -0.2275 9.942e-06 FBgn0036777|CG7341|INTRON|0;FBgn0052195|CG32195|INTRON|0;FBgn0002901|mus304|DOWNSTREAM|594
